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Supplementary Figure 1. In vivo subcellular localization of A. thaliana acidic AtCOR47,

AtERD10 and the basic AtRAB18 DHNs. Schematic representation of the (A) pMDC43 vector
and constructs containing (B) AtCOR47 (C) AtERD10, and (D) AtRABI18S; all constructs are under
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the 2x35S promoter and nosT terminator. Subcellular localization of (E) control vector, and protein
fusions (F) pMDC43-AtCOR47, (G) pMDC43-AtERD10, and (H) pMDC43-AtRAB18 in tobacco
epidermal leaf cells. GFP is under the control of the 2x35S promoter and NosT terminator. From
left to right: GFP, chlorophyll, DAPI, bright field, and overlay panels. The white arrow indicates the

nuclei and yellow one indicates the cytosol. The scale bar corresponds to 23 um.
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Supplementary Figure 2. Positive BiFC interaction controls. Schematic representation of
BiFC vectors containing the 4. thaliana SnRK kinases AKIN10 and AKINB2 fused to N- or C-
terminus of GFP. (A) The pYFN43-AKINB2 and pYFC43-AKIN10 vectors. (B) The pYFN43-
AKIN10 and pYFC43-AKINB2 vectors. (C) Fluorescent analysis of pYFN43-AKIN10 and
pYFC43-AKINP2 and their swapped versions (D). From left to right: GFP, chlorophyll, DAPI,
bright field and overlay channels, white arrow indicates the nuclei and yellow arrow indicates the

cytosol. The scale bar corresponds to 23 um.
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Supplementary Figure 3. Interaction analysis between AtCOR47 and non-DHNs proteins.
Schematic representation of BiFC constructs containing either AtCOR47 or the A. thaliana
SnRK kinases AKIN10 and AKINPB2 fused to the N- or C-terminus GFP. (A) Co-transformed
combination of the pYFN43-AKINB2/pYFC43-AtCOR47 constructs. (B) Co-transformed
pYFN43-AtCOR47/pYFC43-AKIN10 vectors. (C) Fluorescent analysis of AKINB2/AtCOR47
and (D) AtCOR47/AKIN10. Each combination was transiently co-transformed in N.
benthamiana epidermal cells. From left to right: GFP, chlorophyll, DAPI, bright field and

overlay channels, white arrow indicates the nuclei. The scale bar corresponds to 23 um.
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Supplementary Figure 4. Interaction analysis between AtERD10 and non-DHNSs proteins.
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Schematic representation of BiFC vectors containing either AtERD10 or the 4. thaliana SnRK
kinases AKIN10 and AKINB2 fused to the N- or C-terminus of GFP. (A) Co-transformed
combination of the pYFN43-AKINB2/pYFC43-AtERDI10 constructs. (B) Co-transformed
pYFN43-ERDI10/pYFC43-AKINI10 vectors. (C) Fluorescent analysis of AKINB2/AtERD10 and
AtERDI10/AKIN10, each combination was transient co-transformed in N. benthamiana
epidermal cells. From left to right: GFP, chlorophyll, DAPI, bright field and overlay channels,

white arrow indicates the nuclei. The scale bar corresponds to 23 pm.
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Supplementary Figure 5. Interaction analysis between AtRAB18 and non-DHNs proteins.
Schematic representation of BiFC vectors containing either AtRAB18 or the 4. thaliana SnRK
kinases AKIN10 and AKINB2 fused to the N- or C-terminus of GFP. (A) Co-transformed
combination of the pYFN43-AKINB2/pYFC43-AtRABI8 constructs. (B) Co-transformed
pYFN43-ERD10/pYFC43-AKIN10 vectors. (C) Fluorescent analysis of AKINB2/AtRAB18 and
AtRAB18/AKIN10, each combination was transient co-transformed in N. benthamiana
epidermal cells. From left to right: GFP, chlorophyll, DAPI, bright field and overlay channels,

white arrow indicates the nuclei. The scale bar corresponds to 23 pm.
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Supplementary Figure 6. Heterodimeric interactions between the swapped version of
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Arabidopsis dehydrins AtCOR47, AtERD10, and AtRAB18 with its orthologue OpsDHN1
from cactus pear. Diagrammatic illustration of the BiFC constructs AtCOR47, AtERDI10,
AtRAB18 and OpsDHNI1 DHNs assayed for heterodimeric interactions. (A) The pYFN43-
OpsDHN1/pYFC43-AtCOR47 vectors combination. (B) The pYFN43-OpsDHN1/pYFC43-
AtERDI10 vectors combination. (C) The pYFN43-OpsDHNI1/pYFC43-AtRAB18 vectors
combination. Confocal interaction analysis of the transient co-transformed (D) OpsDHNI1/
AtCOR47 constructs (E) OpsDHNI1/AtERDIO constructs and (F) OpsDHNI1/AtRABI18
constructs. From left to right: GFP, chlorophyll, DAPI, bright field and overlay channels, white



arrow indicates the nuclei and yellow arrows target the cytosol. The scale bar corresponds to 23

pm.



